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Application of Generalized Molecular Computation Model in 0-1 Knapsack Problem
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Abstract Biomolecular computing has many limitations in implementation, In the literature, molecular computing stick-
er model and turing machine were combined to generate a generalized turing model GTM. The model has been proved to
be accurate to get all the feasible solution set of mulitiple NP complete problems like 0-1 integer programming and set

covering. In this paper,on this basis, GTM was applied to solve the 0-1 knapsack problem, The simulation shows the ad-
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vantages of the model and further validation of the extensive application of the model.
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