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Abstract The field of practical DNA computing opened in 1994 with Adleman’s paper,in which a laboratory experi-

ment involving DNA molecules was used to solve a small instance of the Hamiltonian Path problem. The characteris-

tic of this computation is its powerful ability in parallelism,its huge storage and high energy efficiency. This paper

mainly introduces the principles of DNA computing and the sticker computing model.
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1994 4F, =B M K% 1) Leonard M. Adleman #E {Sci-
ence)XFE LR EXT B X T DNA i+ WA EM, KB
BTHETENBEEA.|BET DNA A K-S, Adle-
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BT .mELFR. B ¥R R, WS Rl 55 B8R
7775 DNA 4 T AR 3t . B % DNA 894> TRt A HE 5]
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BXE—PFRERESERER T it e . H3 XROF
SR n=236,t=6,s=6 . FOREEEASETHNHEF
BEEL4TFEAARS. FO.@.OFGFHEASEFTHNTEEMN
LFITHRE L TRARS. EMFRRAZHE S
513 :000000,001000,110000, 011001 , T E 16 B Ay 42, 73R K
RHRM . FEEFHTFERRRLTITHRS WAL T X
HRE.

® ---[AAAGGGICTCTCT[GGGGGG]T T ITTT[AAAAAA[TTCCTC]. .-

@ ---[AAAGGG[CTCTCT[GGGGGG[T TTTTT|AAAAAATT TCCTC]! -

[CCCCCCI

® -..[AAAGGGICTCTCT|GGGGGGIT TTTTT|AAAAAATT T CCTC]- -

[Trrece(cachcal

@ ---[AAAGGGICTCTCT/GGGGGG|T TTTTT]AAAAAAITTCCIC)---

IGAGAGA|CCCCCC| AAG GAG

H3 FHERSESER

NEHEANREZELELG LNEE.EFTREGFHERS
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B & — (NLO TR BUE E A EE N F G 76
BAKNE i M TRL4TXRARENE.

sec FE H—PEE N — DB L 1<65<e, TR
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