%8 BN
201555%\

it B oMM %

Computer Science

Vol. 43 No.6A
June 2016

2
(ﬁﬁé’—ﬁfﬁ*“lﬁ%ﬁ AR 710123

1% B % 21 7E 75 7 1 2 1 43 47 7R B 4 D 60 R

7
(REILRKRFHFRAR

B
AR 710086)?

i B ENESREEFINEBERESAN p BAHENS HH TEEAREMEES kR B
EHAMUREYEHTSMANERAE XEMTESRAETHENFE BRNAT qup #1715 4 005R 58 i
RAEENEESEN+AXRN— BT ATENENHT qp HBEENWTEHTRD EEA p &
FARMERMLE REEFBSEMMRMAEA FEA qnp ZANERYE RETINFNARSE ASTRE
WRBAANEF SRS E ST ERANEN EF A HEANRR S LERAEFNER NI
T snp FRIRITHAE ERABE LRERAENFIFEENEERSE EEATRFRDBERST

KB PRERTFHETH RE KHSEE
FEZESTES Tpisg MR A

Research on Single Nucleotide Polymorphism Encoding in Disease Association Studies

ZHAO Jing'

WEI Bin®

ZHANG Jin'

( School of Control Engineering. Xijing University. Xi an 710123, China !

( Department of Electronic Technique, Armed Police Engineering University, Xi’an 710086 , China)®

Abstract Due to the SNP has some characteristies (such as high abundance and low mutation rate) . they are suitable

for disease association studies, Lots of those studies were based on calculated methods,so encoding the SNP to enhance

the performance of disease assocciated analysis algorithm was critical aspect. However, few of studies were dedicated to

that issue. Therefore, based on common SNP encoding method and association between them, we proposed several new

encoding methods, The experiments results show that encoding methods has a greater impact on algorithm perform-

ance.and the methods described herein are better than others, Namely . the encoding methods proposed in this paper are

better to describe the SNP sequence and retain the original biclogical sequence information. and are more suitable for

disease susceptibility research,
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