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Abstract Set up a modified imbalanced SVM(MISVM) mixed learning models associated with HMM, for the imbal-
anced data set in practice, use the strategy for adjusting the Hessian matrix diagonal parameter, increase the distance be-
tween the few samples and the hyperplane, associated with the spectrum transform of hidden markov, this realizes our
intention of separating the imbalanced samples more precisely. The experiment indicates that we can’t simply use the
percentage what the positive samples and the negative samples have or fix the diagonal parameter of kernel function,
and must add proper weight coefficient which can be adjusted to control the number of error-divided samples, this modi-
fied mixed imbalanced learning algorithm obtain higher recognition rate than that of standard SVM, recognize promoter
sequence, the average recognition rate come to 91. 8%.
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