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Predicting Protein-protein Interaction through Computing Based on Data Grid
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Abstract With the emergence of the massive data collections for protein-protein interactions in various species, research
on protein-protein interactions, especially large scale protein-protein interactions, becomes a new hot area. There are so
many distributed heterogeneous data sources for protein-protein interactions on Internet that it is difficult for users to
integrate information within the data sources. In order to utilize high-capacity protein-protein interaction databases, this
paper implements transparent access data and produces a common framework of predicting the protein-protein interac-
tion on BD-Grid, which gets rid of the differences between heterogeneous databases through effective metadata manage-
ment service and reasonable data classification service. The predication for the protein-protein interactions has been ful-

filled on this data grid. As a result, the biological researchers can study protein-protein interaction with bioinformatics

method efficiently and effectively. Test results show that the BD-Grid has good performance,
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