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The Model Research of Support Vector Machines in the RNA Secondary Structure Prediction
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Abstract One of the most important research areas in bioinformatics is RNA secondary structure prediction. This paper intro-
duces a new representation of the RNA structure information by extending NSSEL labels™, the new labels (E-NSSEL) can
express plane pseudoknots. A SVM model is presented to predict RNA secondary structures based on E-NSSEL labels , using
this algorithm ,test sequences can be converted to E-NSSEL sequences which can be revert to RNA secondary structures. Ex-
periment shows that this model can solve too long computational time problem of traditional algorithms, at the same time, it can

predict long RNA sequences which are difficult with traditional folding algorithms.
Keywords SVM, E-NSSEL labels, RNA secondary structure, Plane pseudoknots
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