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Research and Implementation en Visualization System for PPI Network

WANG Jian XIE Dong YANG Zhi-hao LIN Hong-fei
(School of Computer Science and Technology, Dalian University of Technology, Dalian 116024 ,China)

Abstract Research on protein-protein interaction (PPI) network has become a hot spot in the biomedical domain. With
analysis and clustering application on PPI network, researchers detect complexes for a better understanding of cellular
organizations, Visualizing PPI network in analyzing process can intuitively present the organization of the network,
which makes easy comparison of clustering methods and promotes researches on PPI network, We designed and imple-
mented a PPI network visualization system with JUNG, a network modeling and visualization library, We also integrated
several effective graph clustering algorithms into the system,and implemented a protein complex detection method based

on protein function annotation. The original network and clusters can be navigated conveniently in two-dimensional net-
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work views.
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