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Abstract The reconstruction of viral quasispecies haplotypes contributes to know about the structure of viral gene-tic,
and is of great significance for vaccine preparation and antiviral therapy. In this paper,a weighted fragment conflict
graph was constructed by introducing fuzzy distance,and a viral quasispecies haplotypes reconstruction algorithm CWSS
was proposed based on color coding technology. Firstly,the CWSS algorithm preprocesses the fragment conflict graph in
accordance with a given threshold. Secondly. under the condition that adjacent vertices must have different colors. all
vertices of the graph are colored according to their sum of edge weigh and saturation value. Finally, quasispecies haplo-
types are obtained by assembling the fragment with the same color. The time complexity of the CWSS algorithm is

OGm* n+mn). Simulated sequencing fragment were adopted to compare the reconstruction performance and quality of

the CWSS algorithm and the Dsatur one. The experimental results show that CWSS algorithm can obtain more accurate

quasispecies and higher reconstruction performance than Dsatur algorithm.
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Fig.1 Algorithm flowchart
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