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Abstract

sets, the article put forward a new algorithm called OPDBSCAN. It uses overlapping partitions to get a local Eps for re-

Aimed at solving DBSCAN’s problems of the Eps parameters and the efficiency of processing of massive data

ducing the effect of global Eps, then uses MapReduce to cluster in parallel to improve the efficiency. At last, the experi-
ment shows that the OPDBSCAN can cluster faster and better.
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